Workshops given in connection with the 5th AMS Annual Research Meeting. 

Date 27/1/2022: An Introduction to Bayesian Statistics with JASP (Angelika Stefan and Koen Derks)
Bayesian data analysis presents an attractive alternative to p-value hypothesis testing. In the past years, Bayesian methods have become increasingly popular because they provide several advantages to the applied researcher, such as the ability to quantify evidence and successively update it as data come in. In this workshop, we will give a conceptual introduction to the basics of Bayesian statistics and introduce JASP, a user-friendly open source software package that allows users to conduct Bayesian data analysis for standard statistical problems. You will receive a link to download and install the software and the zoomlink a day in advance of the workshop.  Time: 16 - 17:30 hrs.
Advance registration: https://forms.gle/dPzne933PLsViM9MA 

15/2/2022: Workshop ‘Present like a Pro at the Annual Meeting!’ (Karin Herrebout)
If you would like to master the art of presenting, sign up for this inspiring workshop given as part of the preparation for the 5th AMS Annual Research Meeting. You will discover how to capture the attention of your audience by being truly audience-focused. You will learn about (online) stage presence, body language and voice. And you can acquaint yourself with a new structure for your content that will lead to more impact. In advance of the workshop you will prepare a mini presentation that you will use to apply the theory to. You can regard the workshop as a rehearsal space in which you can practice and play with the material. You will hear it. You will see it. You will experience it. The trainer will give stage directions that will enhance your delivery instantly. The number of participants is limited and priority is given to participants that have not previously taken the workshop. Once  signed up you are expected to attend, or cancel your registration at least 10 days in advance. Time: 13:30 - 17:30 hrs. (Max number of participants: 14). 
Advance registration: https://forms.gle/1DERdefdhvA3vwcH9 
Your trainer, Karin Herrebout, has helped thousands of scientists, from professors to students, to present more effectively. She works as a consultant, trainer and coach and was originally trained as a drama teacher and professional storyteller. 

24/03/2022: Conveying messages with graphs, (Jean-luc Doumont)
Widely used in research to analyse and communicate data, graphical displays are still poorly mastered by researchers, who frequently display their data sets in a suboptimal way (and popular software does not exactly help). This workshop discusses how to select the right graph for a given data set and a given research question, how to optimize this graph to reveal the data, and finally how to phrase a useful caption.
The number of participants to this workshop is limited and you have to submit a sample graph three weeks in advance of the workshop. Once signed up you are expected to attend, or cancel your registration at least four weeks in advance. Time: 15:30 - 19:00 hrs. (Incl. ½ hour question time). 
Advance Registration: https://forms.gle/Zk6b4rof1m9uzmNJ7 (Registration deadline: February 28, 2022.
Your trainer, Jean-luc Doumont, is an engineer (Louvain) and has a PhD in applied physics from Stanford, is acclaimed worldwide for his no-nonsense approach, his highly applicable and often life-changing recommendations on a wide range of topics, and Trees, maps, and theorems, his book about “effective communication for rational minds.” For additional information, visit www.principiae.be.

30/06/2022: RNA-seq analysis using the Amsterdam UMC core facilities: from the test-tube to functional interpretation (Dr. Daoud Sie, dr. Peter Henneman, Richard Volckmann, Christian Griffioen and Lieke Hoyng)
This workshop will cover how a typical RNA-seq project flows through the available Core Facilities at Amsterdam UMC; from experimental design, sequencing and pre-processing, up to the interpretation. We start with the concepts of experiment design and follow our way through the Core Facility Genomics where the wetlab work, sequencing and data preprocessing is performed. Next is a hands-on session where the R2 Support Team will guide you through the Bioinformatics / R2 platform, a dedicated AUMC developed genomics analysis platform designed for wetlab biologists. Here you will explore, analyze and visualize RNA-seq data set to extract and interpret biology from the experiments.:  The number of participants is limited, advance registration compulsory. Time: 15:30 - 17:30 hrs (2 hrs). Advance registration: https://forms.gle/pEZ8MiaLXBLRqCgr9 




